Ongoing subclinical HEV infection in Japan

In conclusion, 11 blood donors with HEV vire-
mia were identified among 4019 voluntary blood
donors with an elevated ALT level at a blood center
located in the northern part of mainland Honshu of
Japan, where hepatitis E is low-endemic. In this
study, 2.4% of individuals with ALT of >201 IU/1
had ongoing subclinical infection of various HEV
strains, and the prevalence of HEV viremia was dis-
tributed nearly evenly in the year groups of 1991-
1995, 1996—-1999, and 2004-2006, suggesting that
the occurrence rate of subclinical infection with
divergent HEV strains has essentially remained un-
changed during 1991-2006 in Japan. Future studies
are warranted to clarify the mode(s) of HEV trans-
mission that may be responsible for the stable oc-
currence of clinical and, mostly, subclinical HEV
infections over the past several decades in humans
living in industrialized countries, where a signifi-
cant proportion of the general population have HEV
antibodies, but hepatitis E is believed to be non- or
low-endemic.
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ROSS RIVER VIRUS -~ AUSTRALIA (QUEENSLAND)
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A ProMED-mail post
<http://www.promedmail.org>

ProMED-mail is a program of the

International Society for Infectious Diseases
<http://www.isid.org>

Date: 30 Sep 2007
Source: The Sunday Mail (Qld) [edited] é
<http://wuwvw.news.com.au/couriermail/story/0,23739,22502731-3102,00.html>

Unusually high numbers of mosquitoes are spreading the debilitating
Ross River virus across the state, with the number of cases soaring
by almost 300 percent.

The virus is usually more prevalent in the tropical north, but
figures show the number of people infected in the southern Brisbane
area in the past 4 weeks is almost 450 percent higher than in the
same period last year [2006].

Health bosses are warning people to take precautions against being

bitten and are stepping up spraying programs to tackle the problem.

They say the long dry spell and the unseasonable downpours at the end

of last month [August 2007} have caused mosquitoes to breed 3 months early.

New figures released to The Sunday Mail by Queensland Health reveal
there were 93 reported cases of Ross River infection in the past 4
weeks, compared with an average 32 cases in the same period for each
of the past 5 years [2002-2006].

North of Mackay, 30 cases were reported; 32 in the central area,
which takes in central Queensland and extends south to Brisbane,
north of the river; and 31 cases were reported in the southern area,

which runs from south of the river in Brisbane to the New South Wales border.

The southern Brisbane figures compére with just 7 in the same period
last year [2006]. Dozens more cases are believed to have gone
unrecorded or undiagnosed.

Queensland Health said the numbers were unusually high for this time
of year, with the highest numbers usually occurring in late summer
and early autumn. :

Symptoms of Ross River virus include a mild fever, rash, and joint
pain, which is similar to arthritis.

Dr Michael Whitby, an infection spokesman for the Australian Medical
Association Queensland, said symptoms could vary but the disease
could often become debilitating, causing people to take months off work.

"Unfortunately there is no vaccine available, and the arthritis
treatment doesn't often do any good," he said. "All people can really
do is to wait until it goes away. This can take 3 months or sometimes
even longer. ’

The infection cannot béSSPread from human to human but can be spread
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from animals to humans via mosquitoes. It is confirmed with a blood
test taken by a GP.

Councils across the state are already spending millions in a bid to
control the mosquitoes before the summer hits. Aerial and land-based
spraying has already been carried out across the state, on tidal
drains and sites near water.

Health officers at Brisbane City Council have launched an AUD 3.4

million [USD 3 million] mosquito prevention program after receiving

about 120 complaints about mosquitoes since 1 Sep 2007, with most

from residents in suburbs beside salt marsh areas from Deagon to Wynnum West.

A Brisbane City Council spokesman said: "The rain in August 2007
generated widespread hatching of Brisbane's salt marsh mosquitoes
across all the tidal areas from Brighton to Tingalpa. There has also
been much activity from a range of freshwater breeding mosquito
species right across the city and southeast Queensland."®

The spokesman urged residents to be vigilant around their homes.
"Container-breeding mosquitoes are very active right now after the
rain and will use any receptacle that holds water," he said. "We
advise that any drums or buckets being used to store water should be
covered, and any rubbish that holds water should be discarded.
Mosquito screens on tanks, on both inlet and overflow pipes, should
also be checked and kept in place.”

On the Sunshine Coast, councils are dumping large amounts of
hormone-laced sand on mosquito breeding grounds as part of an AUD one
million [USD 885 000] outbreak prevention project.

The hormone, which stunts the growth of juvenile mosquitoes but
doesn't harm other insects, was dropped in Caloundra, Buderim,
Bli-Bli, Coolum, Noosa, Noosa's North Shore and Peregian Beach.

[Byline: Hannah Davies and Lou Robson}

Communicated by:
ProMED-mail <promed@plromedmail.org>

[Mod. CP provided an excellent summary of the Ross River virus

"Epidemics of benign polyarthritis were recorded in Australia as
early as 1927, and the etiologic agent was isolated in 1963. Ross
River virus was shown to be a mosquito-transmitted virus belonging to
the genus _Alphavirus_ of the family _Togaviridae . Ross River virus
is endemic in most coastal regions of Australia and since the 1980's
appears to have extended its geographical range to include most of
the island communities of the South Pacific. The animal resexvoir
species are various, and humans exhibit a significant viraemia such
that some epidemics are maintained in a human-mosquito-human
transmission cycle. The mosquito vectors vary according to the local
environment. Fortunately, illness in humans -- although occasionally
prolonged and painful -- is not fatal, and recovery is complete."

Although recovery from Ross River virus infection is complete,
symptoms may persist for years. With high incidence of Ross River
virus infection early this spring [2007), one wonders whether virus
transmission will accelerate as warmer spring to summer conditions
progress. ProMED requests further information about this year's
outbreak and the effectiveness of hormone (presumably target-specific
insect juvenile hormone) wetland treatment for vector mosquito
control as it becomes available.

A map of Australia showing the location of Queensland an be accessed at:
<http://www.lib.utexas.edu/maps/australia/australia pol99.jpg>.-
- Mod.TY] .

[see also:

2006

Ross River virus - RAustralia (02): VIC 20060204.0363
Ross River virus - Austr@Via: NSwW, SA 20060114.0138
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Ross River virus - New Zealand (Waikato) ex Australia (NT) 20050120.0135

Ross River virus - Australia (QLD) 20040403.0916é

Ross River virus - Australia (QLD) (02): background 20040404.0928
Ross River virus - Australia (Wa) (03) 20040105.0049

Ross River virus - Australia (WA) (04) 20040427.1165

Ross River virus - Australia (WA) (02) 20031230.3170
Ross river virus - Australia (WA): alert 20031008.2529

Ross river virus
Ross River Virus

Australia (Tasmania) (03) 20020821.510S
Australia (Tasmania) 20020410.3927

Ross River virus - Australia (South) 20010320.0560

Ross 'River virus - Australia (North. Territory) (03) 20010225.0367
Ross River virus - Australia 20010116.0127 ’

Ross River virus - Australia (Northern Territory) 20010108.0062

2000
Ross River virus - Australia (South Australia): ALERT .20001229.2292 '}
Ross River/Barmah virus - Australia (SW): alert 20000123.0115 LA
1999

Ross River virus - Australia (Tasmania) (02) 19991222.2198

Ross River virus - Australia (West): alert 19991106.1989
Ross River virus - Australia (Tasmania) 19990311.0371

Ross River virus infection - Australia 19981231.2472
Ross River virus - Australia (New South Wales) (02) 19$80112.0087
Ross River virus - Australia (New South Wales) 19980109.0087

Ross River virus, military exercises: Australia 19970728.1587
Ross River fever - Australia (03) 19970605.1172

Ross River, Barmah Forest viruses - Australia 19970604.1162
Ross River fever - Australia (02) 19970604.1161

Ross River fever - Australia (Sydney) 19970602.1126]
............................................ .ty/msp/dk
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ProMED-mail makes every effort to verify the reports that
are posted, but the accuracy and completeness of the

information, and of any statements or opinions based
thereon, are not guaranteed. The reader assumes all risks in
using information posted or archived by ProMED-mail. ISID

and its associated service providers shall not be held
responsible for errors or omissions or held liable for any
damages incurred as a result of use or reliance upon posted
or archived material.
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Become a ProMED-mail Premium  Subscriber at
<http://www.isid.org/ProMEDMail Premium.shtml> "

P Y L 2 2 2 A a2 X X2 22 22 2222 22 X222 L 2 20 R il
Visit ProMED-mail's web site at <http://www.promedmail.org>.
Send  all items for posting to: promed@promedmail.org
(NOT to an individual moderator). If you do not give your
full name and affiliation, it may not be posted. Send

commands to- subscribe/unsubscribe, get archives, help,
etc. to: majordomo@promedmail.org. For assistance from a
human being send mail to: - owner—~promed@promedmail.orq.
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