Z'Jfﬁfﬁitﬁz;i
EXR FRAE BESSE

No. 10

(maEs wamy|

FERREORS
WAL

%—ﬁ)\?ﬁ
2008. 5. 26

—@0EH | EABEIERZL) ARE

|Matsukura H, Shibata S, Tani Y,

REL (%)

» 44307-|Shibata H, Furuta RA.
ARMT B R (BEFR+F) Wi

| REERMLIAR) (BRR+FL) - A

5 EE TR

¥Bl B Sy o 3t M3

ORILARE C BT BEF ARG A B0 RERE R
ERILIRG AL ZBIOFHRR RO B SRIRIB D M E AL T B b DEMINF AL EMfL, BA T, TR ML IEI

ERAEDERRMKR-
TOMBERIRS

RHAIEIZ L SBIOURRERIT o TV D, ZOHEE AUV T, 19974 ~ 19994 | KR DBRIL 979,052 A2>5B19m % 10261 %
MELTZ, 1024 D55, ROBMMIZHNR204 (BIE154, kM54 FRERIR) HOOIERASRTL . T VAN ER
U'B19 [gG-IgMiLAE N EEE $ DI 23T, B19 DNAIZ SV TitTaqMan PCRIE, B19H{kIT >\ Tk BE R a2 i
ZERLUE, BISHURMMEO MK IT RE &L TREESND 0, FIEIRMEFC OV TIRINLDREEZITo TR, Tl T+
r—7 7 #1838 B (#EFH. 101~1749H) 72 o7=, ' :

5%B19 DNAIZ, BAID64 B M TRBEITED L, ZOHRLB T AR IHRERICIE 2 b7 0o 7, B19HLIAIZ DV T,
IgG. [gMl 5 S BRSS9 TiXIgMASR I REEL R o 7223, {094 TitlgGD A AR HEN. [gMIZ2E B BRI D BTIZ AR
R LT ETIEC R o7e b B X bire, BY2A DRRME IZRAE DK% L CleMARH TR 57= (7298 . 7438), B19
AEDLGDSFRERITRRD T =L BRI, —BERRARIZTBL, B19 [gGIZ20 A DBRME S B CRGEL 7.
CNETOMERBREFR FRMFRICSOTROLE OBIIFHBLS BB, 7Ar—Ty7HMHR, 204 O E
IXEEDBLY [gGE{EV T ANRAMEMERFL TS, BISREDIEREHELE L Vedrote, AFED T —Fi. BIoA
[PERRSe R D MY A ARSI LR TL09U/mLAR, #924E TLOMU/mERBE T T ABI LA RENT, "o CRES N4
A ASEOBIRRIL, B19 NATAS EHETERVMRIIZIY VT, LV EIRIRILE DRIRICERII 755, —hbD PR 4 B,

SEORE

RIRDE ARG AN ABIORBE RN 204 DB19 DNA,

lgG IgMBLIEZ BRI #0—T>F LI b5, BIORHRRY:
PRES NI, BIORRSOIERE B LT I3\ viahsors,
B19BWERM AR DY A 1V A /I ZA 14E TLOU/mLoR T,
K2 TI0IU/ MR E T F B BZEBRENLOBE TH

1%,

ERAET 7 Is, LOKBERHENATHE :
 BELXOER .
LB 5[ EREE, Eh AV RT AL ABIIC T B H 7=/ RECIFEH
DIVRIZED D, BAR+HFHTHEL, LBTRYRHARIZ L AB19HLR
|REZEA, VANABRDEZ O MERHERL T3, E72, 2008410
(ERER OO REELCLEIAIEIZE R L,

ARl B R
BEERM AR

MEENTE0ANVA,
HE, HAS0/RY%R
vCIDED=BDY R,




- 82



JRC2008T-02¢

LETTERS TO THE EDITOR

Persistent infection by human parvovirus
B19 in qualified blood donors

Persistent parvovirus B19 infection with a low viral load
has been reported in immunocompromised and in
immunocompetent individuals (reviewed in Parsyan and
Candott'). Large cross-sectional studies using highly
sensitive DNA amplification methods have also demon-
strated persistent B19 infection.? Recently, Lefere and

colleagues® conducted a longitudinal study of nonimmu-

nodeficient patients who were multitransfused with red
blood cells, demonstrating that asymptomatic chronic
B19 infections may persist for a long period.? To charac-
terize the natural course of persistent B19 infections, we
conducted the following longitudinal study using an
in-house TagMan polymerase chain reaction method for
B19 DNA and enzyme immunoassays to detect' B19
immunoglobulin M (IgM) and immunoglobulin'G. (IgG;
Denka Seiken, Tokyo, Japan). This study was approved by
the ethical Committee of the Japanese Red Cross Osaka
Blood Center. In Japan, all donated:blood is tested for
B19 infection with an in-house: ‘receptor-mediated
hemagglutination method: that detects B19 antigen as a
marker of a high viremic stage of infection - (cutoff,
approx. 2.5x 10" U/mL B19 DNA; .data not shown).

Using this method, we identified 102 cases of BI9 iifec-

tion among 979,052 blood donors in Osaka betweenr 1997
and 1999. We were able to test the plasma‘samples of 20

of these 102 donors (15 male, 5 female; mean age,-

34.3 years) when they returned for subsequent blood
donations for viral load and B19-specific IgG and IgM.
We did not examine the donors at their first visit because
B19 antigen-positive blood was automatically disquali-
fied and disposed. The mean duration of follow-up was
838 days (range, 101-1749 days). The results of sequential
viral load testing for all donors are shown in Fig. 1A. In
the first 6 months; we observed a rapid decline in plasma
B19 DNA, which decreased continuously, but never
became undetectable. Median plasma B19 viral loads for
samples tested ‘within every 6 months are shown in
Fig. 1B. We analyzed the B19 antibody for all donors
during the study period (Fig. 2A). For 9 donors {Donors
1-9) with both IgG and IgM, IgM became undetectable,
while for 9 others (Donors 10-18), only B19 IgG was
detected, presumably because B19 IgM had: decreased to
an undetectable level' before the second visit. The
remaining 2 donors (Donors 19 and 20) had B19 igM-
detectable until the last visit (at 729 and 743 days).
Although the initial profile for B19 antibodies showed
different patterns, once established, B19- -specific 1gG -
persisted in all 20 donors. Summaries for 3 representative
cases correspondmg to each- of these patterns for IgM, .
IgG, and viral load are presented in Eig. 2B!

Consxstent with previous studies that suggest that B19.
DNA may persxst for a long penod in immunocompetent
individuals,*S we observed perSnstent B19 infection in .
healthy blood donors in the present long1tud1nal study.
Duringthe follow-up period, noné of the 20 infected blood

donors reported symptoms of B19 infec-
tion, although they retained high levels
of B19 IgG and low viral load. Our data
B : suggest that in healthy individuals, the

819 DNA ({Uhnl)
B19 DNA (IU/m1)
2

B19 plasma viral load declmes to below
10* IU per mL in approximately 1 year
‘and to 10° [U per mL in approximately
2 years after an acute (high viremia)
infection. The patterns of plasma B19
. viral load observed in our study may be
useful for identifying more suitable

0 200 400 600 800 1000 1200 1300 1600 1800 .

Follow-up days

N m v v

" blood donors in circumstances where
B19 NAT is unavailable. We encourage
- further studies with a larger sample size

Vi.ovn vin
Infected period

Fig. 1. (A) Changes in plasma Bls viral load in healthy blood donors after. an acute
BI9 infection. Each line represents plasma B19 DNA of the same donor. Time 0 was
defined as the first test visit when positwe mults were obtained for B19 antigen
(high viremic phase). (B) Plasma B19 viral loads for all cases by 6-month intervals.
Medians of the plasma B19 viral load with its 75th (top of thie box) and 25th (bottom
of the box) percentiles i in each category were mdlcated. L[=0100.5 years

(0-182 days); I = 0.5 to 1.0 years (183-365 days), HI = 1.0 to 1.5 years (366-549 days),
IV=L5 to 2.0 years (550‘730 days),V 2.0 to 2.5 years (731-914 days); VI=2.5-

3.0 years (915-1096 days); VI = 3.0-3.5 years (1096-1279 days); VIII = at least

3.5 years (21280 days). :
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to valldate these preliminary findings.

. Harumichi Matsukura, BS
‘Sachlko Shibata, MT

Yoshihiko Tani, MD, PhD
Hirotoshi Shibata, MD, PhD

‘ . Rika A. Furuta, PhD
- e-mail: furuta@osaka.be.jrc.orjp
' o Japanese Red Cross
Osaka Blood Center

Osaka, Japan
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Fig. 2. (A) B19 IgM and lgG for individual donors at follow-up visits. (Y] Posltive for both IgM and 1gG; (O)._positive for IgG (B) Rep-r
resentative cases for three pattems ot' test mults. Changes in viral load (@), lgM (A), and IgG (©). Donors mmpond to those inA.
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HEMOSTASIS

Inactivation of parvovirus B19 during STIM-4 vapor heat
treatment of three coagulation factor concentrates

Andreas Berting, Jens Modrof, Ulrike Unger, Matthias Gessner, Andreas Klotz, Gerhard Poelsler,
and Thomas R. Kreil

BACKGROUND: To enhance the viral safety margins,
nanofiltration has been widely integrated into the manu-
facturing process of plasma-derived medicinal products.
Removal of smaller,agents such as parvovirus B19
(B19V) by filtration, however, is typically less efficient.
Because recent investigations have demonstrated that
B19V may be more heat sensitive than animal parvovi-
ruses, the potential B19V inactivation by a proprietary
vapor heating procedure (STIM-4) as incorporated into
the manufacturing processes of several nanofiltered
coagulation factor concentrates was investigated.
STUDY DESIGN AND METHODS: An infectivity assay
based on quantitative reverse transcription—polymerase
chain reaction (TagMan, Applied Biosystems) detection
of B19V mRNA after inoculation of a permissive cell line
(UT7 Epo S1 cells) was used to investigate the virus
inactivation capacity of the STIM-4 vapor heat treatment
as used during the manufacture of nanofiltered second-
generation Factor VIil inhibitor-bypassing activity
(FEIBA), F IX complex, and FVII products.

RESULTS: In contrast to animal parvoviruses, both
B19V genotypes investigated, that is, 1 and 2, were
shown to be surprisingly efectively inactivated by the
STIM-4 vapor heat treatment process, with mean log
reduction factors of 3.5 to 4.8, irrespective of the
product intermediate tested.

CONCLUSION: The newly demonstrated effective inac-
tivation of B19V by vapor heating, in contrast to the
earlier used animal parvoviruses, results in significant
B19V safety margins for STIM-4-treated coagulation
factor concentrates.
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o further enhance the safety margins of plasma-
derived medicinal products against any residual
virus safety concerns, manufacturers have con-
tinuously sought to implement dedicated virus
reduction steps into the manufacturing processes of these
products. Once robusty established and widely available,
nanofiltration has frequendy been considered an option
for this purpose (for review see Burnouf and Radosevich!).
In selecting the appropriate pore sizes of these filters,
commercially available between 15 and 75 nm, a delicate
balance needs to be struck between maintaining an
appropriate yield of the respective product intermediate
while effectively removing viruses. Especially for larger-
molecular-weight protein preparations the removal of
smaller viruses has thus been difficult,? unless virus anti-
bodies present in the intermediate increased the effective
filtration size of a virus by formation of virus-antibody
complexes,* or specific product formulations contrib-
uted to virus removal by inducing virus aggregation.® Par-
ticularly parvovirus B19 (B19V), currently the only known
parvovirus asseciated with significant pathogenicity for
humans, can thus often not be efficiently removed from
larger-molecular-weight biologic entities of medicinal
importance by these procedures.
B19V contaminates human blood or plasma dona-
tions, at reported frequencies of 1 in 800-5950%7 and levels

ABBREVIATIONS: B19V = parvovirus B19; FEIBA = Factor VIII
inhibitor-bypassing activity; LRF(s) = log reduction factor(s);
MMV = mice minute virus; NF/VH = nanofiltered and vapor
heat treated.

From the Global Pathogen Safety and Molecular Biology, Baxter
BioScience, Vienna, Austria.

Address reprint requests to: Thomas R. Kreil, PhD, Baxter
BioScience, Benatzkygasse 2-6, A-1221 Vienna, Austria; e-mail:
thomas_kreil@baxter.com.

Received for publication September 24, 2007; revision
received November 19, 2007, and accepted November 24, 2007.

doi: 10.1111/].1537-2995.2008.01662.x
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of viremia up to 10" genome equivalents (geq) per mL.%8
Polymerase chain reaction (PCR) testing of the plasma
supply has thus become state-of-the-art, and use of the
technology has reduced the mean B19V load of plasma
manufacturing pools by many orders of magnitude. Given
the wide prevalence of B19V, however, supply consider-
ations have prevented eliminating the virus from plasma
by PCR testing, and thus virus reduction during the manu-
facturing process remains the critical safeguard of final
product safety also in this instance.

Before an infectivity assay for B19V itself was avail-
able, animal parvoviruses, for example, porcine, murine,
bovine, etc., parvoviruses, were used as so-called “model
viruses™® in studies validating the virus reduction capacity
of the manufacturing processes of plasma proteins. Based
on the very high physicochemical resistance of these
animal parvovirus models, virus inactivation procedures
incorporated into these processes were considered less
effective against parvoviruses.!® More recently, however,
initial data obtained with a novel infectivity assay for B19V
itselfindicated that the actual virus of concern for humans
is much more heat sensitive than the animal parvoviruses

~ used for earlier validation studies.'" '

Adding to the complexity, several more recently dis-
covered human parvoviruses, for example, V9'* and A6,'s
have now- been reclassified to taxonomically represent

B19V genotypes rather than distinct parvovirus species.'®.

Little is known, however, about the biologic properties of
these newer B19Vs, for example, the sensitivity of these to
inactivation.'?

In this study the B19V reduction capacity of a propri-
etary and dedicated virus inactivation step was investi-
gated, that is, the STIM-4 vapor heat treatment, in direct
comparison to mice minute virus (MMV), an earlier used
animal parvovirus model. The procedure was investigated
with intermediates of several different coagulation factor
concentrates that had been upgraded with respect to virus
safety margins by implementation of nanofiltration
during their manufacture, that is, Factor (F)VIII inhibitor-
bypassing activity-nanofiltered and vapor heat treated
(FEIBA NF/VH), F IX complex NF/VH, and FVII NF/VH.

MATERIALS AND METHODS

Viruses, cells, and infectivity assay
As a source of B19V, highly viremic plasma donations
(990237, Genotype 1, 11.8 log geq/mL; IM81, Genotype 2,
11.41log TU/mL) as identified by the routine plasma
screening procedure of Baxter Bioscience were used. BI9V
were titrated on UT7 Epo S1 cells (provided by Dr Kevin E.
Brown, Virus Reference Department, Center for Infec-
tions, Health Protection Agency, London, UK; with
. permission from Dr Kazuo Sugamura, Department of
Microbiology and Immunology, Tohoku University,
Graduate School of Medicine, Tohoku, Japan), essentially
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as earlier described.' Briefly, mRNA of infected cells was
isolated and quantified by reverse transcription (RT)-PCR
with the following procedure. Initially serial 10-fold dilu-
tions of B19V samples of known PCR titer were incubated
with UT-7 cells, and the B19V mRNA analyzed by RT-PCR.
A regression line of the samples’ known PCR titers versus
the number of RT-PCR cycles required to obtain a positive
signal for the same sample was then plotted to form a
calibration curve. With this calibration curve, the PCR titer
of any unknown sample was back-calculated from the
mRNA RT-PCR titer obtained after incubation with
susceptible cells. Typically, several 10-fold dilutions of
unknown samples were analyzed by RT-PCR, to ensure
that one or several of the results would lie on the linear
part of the calibration curve. Whenever more than one
result fitted onto the calibration curve, means were calcu-
lated for the PCR titer. The limit of detection was 3.7 log
per mL,'® and standard errors of means for multiple mea-
surements were always not more than 0.5 log.

MMV, strain prototype (ATCC VR-1346, American
Type Culture Collection, Rockville, MD) was propagated
and titrated on A9 cells (ATCC CCL-1.4). Samples contain-
ing MMV were titrated by TCIDs, assay, that is, eightfold
replicates of serial half-log sample dilutions were incu-
bated with cells for 7 days before evaluation for a cyto-
pathic effect. MMV concentrations were calculated

according to the Poisson distribution and expressed as log

TCIDso per mL.

RT-PCR

For detection of B19V Genotype 1, primers sets for two
mRNA splicing variants (splicing at nucleotide 1910 or
2030, Accession Number M13178'%) were used (PA3 or PA4,
respectively): PA3—primers PA3F (positions 365-386),
PA3R (positions 1957-1978), and the fluorescent probe
PA3P (5-6-FAM-TTTGTGAGCTAACTAACAGATGCCCTCC
ACCCAGAC-TAMRA-3"); and PA4—primers PA4F (posi-
tions 367-389), PA4R (2080-2102), and the fluorescent
probe PA4P (5°-6-VIC-TGAGCTAACTAACAGGCGCCTGG
AACA-TAMRA-3"). '

For detection of B19V Genotype 2 {Accession Number
AY903437"7), the primer set G2 was used, G2-F (positions
369-391), G2-R (positions 1962-1983), and the fluorescent
probe G2-P (5"-6-FAM-TTTGCCTGCTAATTAACAGATGCC
CTCCACCCAGAC-3).

Downscaled manufacturing processes for plasma
derivatives

Downscaled versions of the manufacturing processes
examined were established and the equivalence of critical
product and process parameters to the respective
manufacturing-scale processes established. Temperature
is a critical process measure for virus inactivation and was



therefore monitored throughout all the processes investi-
gated. Starting materials were process intermediates
obtained from the manufacturing scale, which were
spiked 1 in 10 with virus stock suspensions. Immediately
after spiking, samples were drawn and titrated to confirm
the amount of virus added. Further samples were col-
lected and titrated at predetermined points throughout
and at the end of the inactivation processes. MMV-spiked
samples were directly titrated on A9 cells, whereas B19V-
spiked samples were titrated on UT7 cells followed by
mMRNA isolation as described earlier. '8 Specific unspiked
process intermediates were obtained from control proce-
dures and tested for their potential cytotoxicity for the
indicator cell line and for their potential interference with
the detection of low virus titers, Virus reduction factors for
the manufacturing processes examined were calculated in
accordance with Committee for Proprietary Medicinal
Products guidance.®

During their manufacture, the investigated products
(all from Baxter BioScience, Zurich, Switzerland), that is,
FEIBA NE F IX complex NF (PPK NF), or together with FVII
NF (prothrombin complex NE PKT NF), are subjected to
the STIM-4 vapor heating process. Specifically, a lyo-
philized intermediate of 7 to 8 percent residual moisture is
heat treated for a minimum of 500 minutes at 60 + 0.5°C,
followed by heating to 80 + 0.5°C, and then heating at
80 * 0.5°C for 60 minutes. The downscaled versions of
these processes were performed at the lower limits of
these temperature and incubation time specifications or
just below those specified for the manufacturing-scale
process. To provide further assurance regarding the
robustness of the virus inactivation by these processes,
separate runs were performed at the upper and lower
limits of the residual moisture content specified for
manufacture; or runs were performed within these
specifications.

B19 VIRUS INACTIVATION BY VAPOR HEATING

Determination of the residual moisture was per-
formed by the Karl Fischer method for non-virus-spiked
control samples. The residual moisture content for all
samples, including those containing virus, was confirmed
by NIRVIS spectroscopy (System NIRVIS, Biichi Ltd,
Flawil, Switzerland).

Product intermediates of 14.4 to 33 g per L protein
concentration, 5 to 6 g per L salt concentration, and
pH 7.0 to 8.0 were spiked with virus, lyophilized, and then
heat-treated according to the procedure described above.
Specific product measures, e.g., FEIBA (clotting assay), FII -
activity (clotting assay), FX activity {(chromogenic assay),
FVII activity (chromogenic assay), FIX activity (chro-
mogenic assay), and protein concentration were deter-
mined for the downscale intermediate before and after the
vapor heating process. The results were compared with
the respective values for intermediates from the manufac-
turing scale to confirm equivalence of the different scale
processes.

RESULTS

Vapor heating of FEIBA NF/VH

FEIBA intermediate was spiked with either B19V or MMV
for downscaled vapor heating experiments. For B19V, two"
different primer sets (PA3, PA4) specifically designed to
detect two different B19VVP1/VP2 splicing variants?® were
used for RT-PCR analysis (TaqMan, Applied Biosystems,
Foster City, CA).

As can be seen in Table 1, significant inactivation of
B19V was observed already after the 60°C heating phase of
the process (experimentally conducted at 59.5 + 0.5°C,
Le., worst case with respect to virus inactivation) with
individual log reduction factors (LRFs) of 3.9 to 4.5. At
completion of the 80°C heating phase of the process

TABLE 1. Inactivation kinetics of MMV and B19V during freeze-drying followed by vapor heating of FEIBA NF/VH
process intermediates*

MMV} B19vt
Percent residual moisture content: 7 8 7-8
Titration 1 Titration 2 Titration 3

Primer pairs: PA3 PA4 PA3 PA4 PA3 PA4
Virus stock suspension 8.3 8.2 11.2 1.2 1.8 1.8 ND ND
Spiked process intermediate§ 7.2 7.2 10.3 104 10.6 10.4 10.6 104
Spiked and lyophilized intermediate 6.6 6.7 9.7 9.9 10.0 9.9 9.8 9.8
Heated at 59.5°C * 0.5°C, 180 = 5 min ND ND 7.8 7.7 7.7 7.6 ND ND
Heated at 59.5°C = 0.5°C, 505 = 5 min 6.7 6.7 6.2 5.9 6.6 6.5 6.5 6.5
Reduction factor (after 60°C phase) 0.5 0.5 4.1 4.5 4.0 3.9 41 3.9
Heated at 79.5°C = 0.5°C, 55 + 5 min§ 6.3 6.3 5.7 56 58 54 5.7 5.8
Reduction factor 0.9 0.9 4.6 4.8 5.1 5.0 4.9 4.6
Mean reduction factor 0.9 4.8

t MMV titers are expressed as {log(TCIDso/mL)].
¥ B19V titers are expressed as [log geg/mL].

ND = not determined.

* For the detection of spliced B19V mRNA two different primer sets, i.e., PA3'and PA4, were used.

§ Titers at this sampling stage were used to calculate the virus reduction factor after the entire heating phases.
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(experimentally conducted at 79.5*0.5°C), some
residual B19V infectivity was still detectable, although
LRFs of 4.6 to 5.1 were obtained, with a mean LRF of 4.8.
Because use of primer sets PA3 and PA4 resulted in fully
equivalent results, only one of the primer sets (PA3) was
used for the detection of B19V Genotype 1 mRNA in
further experiments.

In contrast to the effective inactivation of B19V by the
vapor heating process, the inactivation observed for the
animal parvovirus MMV was insignificant, with a mean
LRF of 0.9.

Vapor heating of F IX complex NF/VH

To investigate the vapor heating process of F IX complex,
the respective intermediate was spiked with either B19V
or MMV, Because residual moisture during the vapor
heating process might be considered a critical parameter
for the effectiveness of virus inactivation, separate vapor
heating runs were performed at the upper and lower limit
of the specified residual moisture content of the manufac-
turing process, that is, 7 and 8 percent (wt/wt), to investi-
gate the robustness of virus inactivation by the process.
For B19V-spiked runs, some residual infectivity was still
detected after the entire heating process, but the results
obtained demonstrate comparable reduction factors for
runs at either 7 or 8 percent residual moisture content
* with amean LRF of 4.6 (Table 2). A substantial inactivation -
of B19V was observed already after the 60°C heating phase
of the process (investigated at 59.5 * 0.5°C) with indi-
vidual LRFs of 3.7 to 4.2. As the reduction factors obtained
between the individual titrations at 7 and 8 percent
residual moisture content were comparable, conse-
quently, the following vapor heating experiments were
performed at between 7 and 8 percent residual moisture
content, that is, within the specifications of the large-scale
process.

MMV, again in sharp contrast to the effective inacti-
vation of B19V by the vapor heating process, was not sig-
nificantly inactivated even at the end of the entire heating
process, with a mean LRF of 0.9. As seen with B19V before,
there were again no differences between MMV inactiva-
tion results for individual heating runs conducted at 7 and
8 percent residual moisture.

Vapor heating of FVII NF/VH

F IX complex and FVII are separately produced and are
individual products. Both components can, however, also
be combined to the prothrombin complex total product.
Because FVII is the second component of prothrombin
complex total, the B19V and MMV inactivation by STIM-4
vapor heating was also investigated.

At the end of the entire heating phase, effective inac-
tivation of B19V was observed, with a mean LRF of greater
than 4.0 (Table 3). Also, substantial inactivation of B19V
was found already after the 60°C heating phase (investi-
gated at 59.5 * 0.5°C) of the process (LRFs 0f4.0 and 4.5},
confirming earlier findings for the other prothrombin
complex total compound. Again in sharp contrast to effec-
tive B19V inactivation, the parvovirus model MMV was
inactivated only ineffectively, with a mean LRF of 1.7.

STIM-4 inactivation of B19V Genotype 1 versus
Genotype 2: FEIBA, for example

To understand any potentially different thermosensitivity
of the recently classified B19V Genotype 2, versus the
earlier investigated B19V Genotype 1, FEIBA intermediate
was now spiked with B19V Genotype 2 and treated as
described earlier (see “Vapor heating of FEIBA NF/VH").
mRNAs isolated after culture with UT-7 cells were ana-
lyzed by TagMan RT-PCR with either, as before, Geno-
type 1 primer sets (PA3), or now also specific Genotype 2
(G2) primer sets.

TABLE 2. Inactivation kinetics of MMV and B19V during freeze-drying foliowed by vapor heating of F IX complex
NF/VH intermediate

MMV* B19Vt
Percent residual moisture content: 7 8 7 8
Titration 1 Titration 2 Titration 1 Titration 2

Virus stock suspension: ) 7.4 7.5 ND ND - ND ND
Spiked process intermediatet 6.5 6.7 10.7 10.6 11.0 11.0
Spiked and fyophilized intermediate 65 6.4 10.8 105 . 101 104
Heated at 59.5°C + 0.5°C, 495 = 5 min 6.1 6.2 69 6.9 7.1 6.8
Reduction factor (after 60°C phase) 0.4 0.5 38 - 3.7 3.9 4.2
Heated at 79.5°C + 0.5°C, 55 = 5 mint 5.8 5.6 6.4 6.6 5.8 6.3
Reduction factor 0.7 1.0 4.3 4.1 5.2 47
Mean reduction factor (log) 0.9 4.6

* MMV titers are expressed as [log(TCIDs¢/mL})].
1 B19V fiters are expressed as [log geg/mL].

ND = not determined.

 Titers at this sampling stage were used to calculate the virus reduction factor after the entire heating phases.
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TABLE 3. Inactivation kinetics of MMV and B19V during freeze-drying followed by vapor heating of FVil
NF/VH intermediate

MMV* B19vt
Percent residual moisture content: 7 8 7-8
Run 1 Run 2
Titration 1 Titration 2 Titration 1 Titration 2
Virus stock suspension: 7.7 8.1 12.3 ND ND ND
Spiked process intermediatet 6.5 7.2 11.0 10.6 10.8 10.8
Spiked and lyophilized intermediate 6.9 7.0 ND 9.9 9.9 101
Heated at 59.5°C *+ 0.5°C, 525 =+ 5 min 5.3 6.1 6.5 6.6 positive§ positive§
Reduction factor (after 60°C phase) 1.2 1.1 4.5 40 ND ND
Heated at 79.5°C = 0.5°C, 55 = 5 mint 5.2 5.2 <6.8 <6.8 <6.8 <6.8
Reduction factor - 1.3 2.0 >4.1 3.8 >4.0 >4.0
- Mean reduction factor 1.7 >4.0

* MMV titers are expressed as [log(TCIDse/mL)).
t B1gv tite.rs are expressed as [log genome equivalents/mL].

ND = not determined.

¥ Titers at this sampling stage were used to calculate the virus reduction factor.
§ These samples were tested positive; a titer could, however, not be calculated, because the PCR cycle numbers necessary to obtain a
positive fluorescence signal were outside the range covered by the mean regression line.

TABLE 4. B19V Genotype 2 inactivation by vapor
heat treatment during the manufacture of

FEIBA NF/VH*
Percent residual B19V GT 2
moisture content: 7-8
Run 1 Run 2 Run 1 Run 2
PA3 PA3 G2 G2
Reduction factort >3 4 >3 >4
Mean reduction factor 3.5

* The TagMan RT-PCR was performed with either Genotype 1
(PA3)- or Genotype 2 (G2)-specific primer sets.

T Reduction factor determined after the entire vapor heating
procedure. The goodness-of-fit values of the standard regres-
sion lines were less than optimal resulting in a high standard
deviation at lower virus titers. Therefore, reduction factors
were determined by the difference in integer iog sample dilu-
tions between the spiked intermediate and the sample after
completion of vapor heating.

As can be seen, use of both the two primer sets
(PA3/PA4) designed for two Genotype 1 splicing variants
revealed highly comparable results (Table 1). In addition
insignificant differences between B19V Genotype 1 and
Genotype 2 occurred, with both viruses effectively inacti-
vated by the STIM-4 vapor heating process (Tables 1 and
4). Specifically, here for B19V Genotype 2, effective inacti-
vation was observed at the end of the heating process,
with calculated LRFs between greater than 3 and greater
than 4, that is, a mean LRF of 3.5. Using the Genotype 1
(PA3)- or the Genotype 2 (G2)-specific primer sets, highly
comparable inactivation results were obtained.

DISCUSSION

Since its discovery in 1975,”' B19V has been associated
with an ever-broadening panel of diseases. While initially
only known as the causative agent of an erythematous
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childhood disease (fifth disease), more recently the virus is
appreciated as the causative agent of more severe diseases
such as, for example, hydrops fetalis,? arthritis, 2 hepati-
tis,” and possibly a significant number of myocarditis
cases.?*

The introduction of B19V PCR testing of plasma for
fractionation, as initially defined under the Plasma
Protein Therapeutics Association’s voluntary standards,?
has reduced plasma pool loads of the virus by several
orders of magnitude® and correspondingly enhanced the
BI9V safety margins of plasma products. In support of
the notion, while episodes of B19V transmissions have
historically occurred,? such reports have not been
received for the implicated products after the introduc-
tion of B19V PCR testing. There is, however, stll a
residual concern around the potential B19V contamina-
tion of plasma.

The final safeguard of product safety, that is, the virus
reduction that occurs during the manufacturing process,
has thus been of particular interest, also with respect to
B19V. Unfortunately though, the lack of a widely available
BI9V infectivity assay has forced studies aimed at vali-
dating the B19V reduction capacity of manufacturing
processes to be conducted with animal parvoviruses as
“model viruses.” Where these viruses are particularly resis-
tant to physicochemical inactivation, the results obtained
were often less reassuring.

There was consequently significant interest in a suit-
able B19V assay to investigate the virus of concern itself,
and development efforts were lately rewarded. Initial use
of the newly available approaches revealed that B19V itself
was significantly more susceptible to inactivation by, for
example, pasteurization,'' low pH,? and dry heat,'* than
the earlier used animal parvovirus models. Also, however,
research conducted with these assays has indicated that
B19V has unique properties in terms of heat sensitivity

Volume **, ** 2008 TRANSFUSION 5



BERTING ET AL.

and its inactivation is particularly dependent on the com-
position of the matrices during (liquid) heating.?®

The proprietary STIM-4 vapor heating process is a
heat treatment step conducted at lyophilized product of 7
to 8 percent residual moisture that has been incorporated
in the manufacturing process of several coagulation factor
concentrates, in addition to a 35-nm nanofiltration step
for FEIBA NF/VH, F IX complex NF/VH, and FVII NF/VH.
Here we describe the efficient inactivation of B19V, in
marked contrast to an animal parvovirus model, that is,
MMYV, by this vapor heat treatmnent.

The results of the two-phase vapor heat treatment
demonstrate that B19V is effectively inactivated by this
process step, whereas MMV is only marginally reduced. By
use of both the two primer sets (PA3/PA4) designed to
detect two Genotype 1 VP1/VP2 splicing variants highly
comparable results were obtained (Table 1), indicating
that the splicing variants in infected UT7-Epo S} cells
occur in rather similar concentrations.

After the entire heating process for B19V Genotype 1
mean log reduction factors-of 4.8, 4.6, and more than 4.0
were obtained with highly comparable results for the
panel ‘of coagulation factor intermediates investigated,
that is, FEIBA, F IX complex and FVII (see Tables 1-3).
These findings support the robustness of the STIM-4
vapor heat treatment in inactivating B19V. Moreover, the
significant inactivation of B19V already after the first
heating phase at 60°C for the coagulation factors investi-
gated (see Tables 1-3) provides further reassurance. In
addition, varying the residual moisture content during the
heat treatment, that is, to the lower (7%) and the upper
limit (8%) specified for the manufacturing process, still
resulted in highly comparable inactivation of B19V
(Table 2).

The discovery of additional human erythrovirus
genotypes, that is, Genotypes 1, 2, and 3, and also novel
parvoviruses,®*' has raised new questions about their
biologic properties, their pathogenic potential and also
their relevance to the viral safety of plasma-derived prod-
ucts. BI9V Genotype 2 has been detected in human blood
at high titers, and recently this genotype has also been
found in a few lots of plasma-derived coagulation factor
concentrates; all of them, however, were cocontaminated
with Genotype 1l DNA.* These findings indicate that
Genotype 2 has established a moderate prevalence in the
population and therefore investigations regarding the
inactivation of this B19V genotype may also be desirable.
Recent studies that investigated the inactivation capacity
of liquid heating and low pH! incubation for B19V
Genotypes 1 and 2 in parallel suggested comparable in-
activation capacity and kinetics and thus maybe also com-
parable physicochemical properties for the virus particles
of both genotypes.’”

In this report, the physicochemical stability of virus
particles of Genotype 1 and 2 were compared during the
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vapor heat treatment process step described. The results
demonstrate that both B19V genotypes are inactivated
with comparable mean LRFs of 4.8 and 3.5 (Tables 1 and
4). These data indicate that B19V Genotype 1 and 2 par-
ticles have very similar physicochemical properties and
thus data obtained in studies with Genotype 1 should also
be indicative for Genotype 2 behavior. This argument is
strengthened by very recent findings that anti-B19V-
positive plasma samples or intravenous immune globulin
product were able to neutralize B19V Genotype } and
Genotype 2."* Furthermore, studies by Ekman and col-
leagues™ suggest that all three B19V genotypes are similar
variants of the same species and constitute a single
serotype. Not surprising in this context, the pathogenic
potential of different BI9V genotypes also seems to be
comparable.™

Altogether the results of this study demonstrate that
the STIM-4 vapor heat treatment is a highly effective and
robust virus inactivation step for the relevant parvovirus
B19, both Genotype 1 and Genotype 2. Specifically, the
STIM-4 vapor heat treatment process substantially
contributes to the safety margins of the plasma-derived
products FEIBA NF/VH, F IX complex NF/VH, and FVII
NF/VH. As suggested by a recent article,®® however, the
inactivation capacity of heat treatment may significantly
depend on the specific matrix investigated, and thus B19V
inactivation needs to be confirmed for every specific
product and process individually.
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